n

1.00 -

>
ME W .

075-— = =
—— ====8=
[ — .
g B - -- --
3 ==L ==
=] = || =
g - = =
o == mg 5= =5
= e e —
% el | | =i e
: § SE= SR EC o8
| = = ||
SS il B 55 2 58 58 5§ of 55 55 55 58 55 5u 65 G¥ a8
0.25- ....... E il EE B ....... H == ....l B
-, - = -
niininnnniinnhhinsaShnnn
i i i il
L oy ll|lll5l i -
AN AN SE NN AN NN SE RN BN NN SQ SQ Sn Ep p= N AN NN pE NN
T T T T T T T T T T T T T AT T T T ST T Tt T T T
Subject type
KEGG Pathways Chao Shannon-Weiner Inverse Simpson Coverage
B %57 0.9999975 - °
4.75-
250 -
250 -
0.9999950 -
245- 4.70-
245 -
0.9999925 -
240 -
240 -
4.65-
2354 0.9999900 -
235 -
230 - 4.60- 0.9999875 -
230~
0.001632 4.988e-05 0.8618 0.8109 9.222e-05
Sample type - biopsy - lavage
Pyruvate metabolism - Class
M Biopsy
Valine, leucine and isoleucine biosynthesis - M Lavage

Translation proteins -
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LDA SCORE (log 10)

|
\V]

|
Y
o-



